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XX 
AC 
XX 

SV AF049885.1 
XX 

DT 16-MAR-1998 (Rel . 55, Created) 

DT 03-MAR-2000 (Rel. 62, Last updated. Version 3) 
XX 

DE Homo sapiens Arg/Abl- interacting protein ArgBP2b (ArgBP2b) tnRNA, 

DE partial cds . 

XX 

KW 

XX 

OS Homo sapiens (human) 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Teleostomi; 

OC Euteleostomi ; Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 



XX 

RN [1] 

RP 1-2022 

RX MEDLINE; 97362243. 

RA Wang B., Golemis E.A., Kruh G.D.; 

RT "ArgBP2/ a multiple Src homology 3 domain-containing, Arg/Abl - interacting 

RT protein, is phosphorylated in v-Abl- transformed cells and localized in 

RT stress fibers and cardiocyte Z-disks"; 

RL J. Biol. Chem. 272 (28) : 17542-17550 (1997) . 
XX 

RN [2] 

RP 1-2022 

RA Wang B., Golemis E.A., Kruh G.D.; 
RT 

RL Submitted (22 -FEB- 1998) to the EMBL/GenBank/DDBJ databases. 

RL Medical Oncology, Fox Chase Cancer Center, 7701 Burholme Ave., 

RL Philadelphia, PA 19101, USA 
XX 

DR SPTREMBL; 060593; 060593. 
XX 

FH Key Location/Qualifiers 



FH 

FT source 1. .2022 

FT /db_xref ="taxon: 9 606" 

FT /organisms "Homo sapiens" 

FT CDS 103. .>2022 

FT /codon_start=l 

FT / db„xr e f = " S PTREMBL : O 6 0 5 9 3 " 

FT /note= "contains two SH3 domains in its carboxyl terminus" 

FT /gene="ArgBP2b" 

FT /product = "Arg/Abl -interacting protein ArgBP2b" 

FT /protein_id=»AAC05509 .1" 

FT / 1 r ans 1 a t i on= " MNTGRDSQSPDSPKGFRS VRPNLQDKRS PTQSQ ITVNGNSGGAV 



PMSYYQRPFSPSAYSLPASLNSSIVMQHGTSLDSTDTYPQHAQSLDGTTSSSIPLYRS 
EEEKRVTVIKAPHYPGIGPVDESGIPTAIRTTVDRPKDWYKTMFKQIHMVHKPDDDTE 
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FT YNTPYTYNAGLYNPPYSAQSHPAAKTQTYRPLSKSHSDNS PNAFKDASS PVPPPHVPI 

FT VPPLRPRDRSSTEKHDWDPPDRKVDTRKFRSEPRS IFEYEPGKSS ILQHERPPPLPT] 

FT TPVPREPGRKPLSSSRLGEVTGSPSPPPRSGAPTPSSRAPALSPTRPPKKPLD.YVQDI 

FT SGVFNEASLYQSS IDRSLERPMSSASMASDFRKRRKSEPAVGPPRGLGDQSASRTSK 

FT "VDLPGSSTTLTKSFTSSSPSSPSRAKDRESPRSYSSTLTDMGRSAPRERRGTPEKEKI 

FT AKAVYDFKAQTSKELSFKKGDTVYILRKIDQNWYEGEHHGRVGIFPISYVEKLTPPEP 

FT QPARPPPPAQPGEIGEAIAKYNFNADTNVELSLRKGDRVILLKRVDQNWYEGKIPGTb 

FT QGIFPVSYVEWKKNTKGAEDYPDPPIPHSYSSDRIHSLSSNKPQRPVFTHENIQGGG 

FT PFQAL" 
XX 

SQ Sequence 2022 BP; 594 A; 574 C; 442 G; 412 T; 0 other; 

Af049885 Length: 2022 April 25, 19100 14:12 Type: N Check: 1144 

1 TAAAAGGCCA CTGACTCCTA CTTCCTCTGT ATAGAGCAAC TGTTGAACTC 

51 AGCTGCCTGT AGGAAAACTG AAGACTTTAA TAACAAACTC TCCAAGGTGA 

101 AAATGAACAC AGGGCGT6AT TCTCAGTCAC CAGACTCACC AAAAGGTTTT 

151 AGAAGCGTTC GACCAAACCT ACAAGATAAA AGATCACCAA CTCAGAGCCA 

201 GATAACAGTG AATGGAAACT CAGGAGGTGC CGTGAGTCCC ATGAGTTACT 

251 ATCAGAGGCC GTTTTCCCCC TCGGCATATT CTCTCCCAGC CTCACTCAAC 

301 TCCAGCATTG TCATGCAGCA CGGCACATCC CTCGATTCCA CAGACACATA 

351 TCCCCAGCAT GCGCAGTCTC TGGATGGCAC CACCAGCAGC TCTATCCCCC 

401 TGTACCGATC CTCAGAGGAA GAGAAGAGAG TGACAGTCAT CAAAGCCCCG 

451 CATTACCCAG GGATCGGGCC CGTGGATGAA TCCGGAATCC CCACAGCAAT 

501 TAGAACGACA GTCGACCGGC CCAAGGACTG 6TACAAGACG ATGTTTAAGC 

551 AAATTCACAT GGTGCACAAG CCGGATGATG ACACAGACAT GTATAATACT 

601 CCTTATACAT ACAATGCAGG TCTGTAC7VAC CCACCCTACA GTGCTCAGTC 

651 ACACCCTGCT GCAAAGACCC AAACCTACAG ACCTCTTTCC AAAAGCCACT 

701 CCGACAACAG CCCCAATGCC TTTAAGGATG CGTCCTCCCC AGTGCCTCCC 

751 CCACATGTTC CACCTCCAGT CCCGCCGCTT CX3ACCAAGAG ATCGGTCTTC 

801 AACAGAAAAG CATGACTGGG ATCCTCCAGA CAGAAAAGTC GACACAAGAA 

851 AATTTCGGTC TGAGCCAAGG AGTATTTTTG AATATGAACC TGGCAAGTCA 
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901 TCAATTCTTC AGCATGAAAG ACCACCCCCT CTCCCAACAA CTCCGACACC 

951 TGTTCCAAGG GAACCTGGCC GGAAGCCTCT TTCTAGCTCC CGACTCGGAG 

1001 AAGTCACTGG TAGCCCCTCC CCTCCGCCCC GGAGTGGCGC CCCCACACCA 

1051 AGCTCGCGCX3 CCCCGGCTCT GTCTCCCACC CGGCCTCCTA AAAAGCCTCT 

1101 GGACTATGTT CAAGATCATT CTTCTGGTGT TTTCAATGAG GCCTCCTTGT 

1151 ATCAGTCCTC TATAGACAGA AGCCTGGAAA GACCCATGAG TTCTGCAAGC 

1201 ATGGCCAGTG ACTTCAGGAA GCGGAGGAAG AGCGAGCCTC CAGTGGGTCC 

1251 ACCACGGGGC TTGGGAGATC AAAGTGCGAG CAGGACTAGC CCAGGCCGAG 

1301 TGGACCTCCC AGGATCAAGC ACCACTCTTA CAAAGTCTTT CACTAGCTCT 

1351 TCTCCTTCTT CCCCATCAAG AGCAAAAGAC CGTGAGTCCC CTAGAAGTTA 

1401 CTCATCCACT TTGACTGACA TGGGGAGAAG TGCACCAAGG GAAAGAAGAG 

1451 GAACTCCAGA AAAAGAGAAA TTGCCTGCAA AAGCTGTTTA TGATTTTAAG 

1501 GCTCAGACAT CTAAGGAGTT GTCATTTAAG AAAGGAGATA CTGTCTACAT 

1551 CCTCAGGAAA ATTGATCAAA ATTGGTATGA GGGAGAACAC CACGGGAGAG 

1601 TGGGCATCTT CCCGATCTCA TACGTAGAGA AACTCACACC TCCTGAGAAA 

1651 GCACAGCCTG CAAGACCACC TCCGCCAGCC CAGCCCGGAG AAATCGGAGA 

1701 AGCTATAGCC AAATACAACT TCAACGCAGA CACAAATGTC GAGCTGTCAC 

1751 TGAGAAAGGG AGATAGAGTT ATTCTTCTTA AAAGAGTTGA TCAAAACTGG 

1801 TATGAAGGTA AAATCCCAGG AACCAACAGA CAAGGCATCT TCCCTGTTTC 

1851 CTATGTGGAG GTCGTCAAGA AGAACACAT^ AGGTGCTGAG GACTACCCTG 

1901 ACCCTCCAAT ACCCCACAGC TATTCTAGTG ATAGGATTCA CAGCTTGAGC 

1951 TCAAATAAGC CACAGCGTCC TGTGTTTACT CATGAAAATA TTCAAGGTGG 

2001 GGGGGAACCG TTTCAGGCTC TG 
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